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L E T T E R TO TH E ED I TOR

Concern over Nipah virus cases amidst the COVID‐19
pandemic in India

Nipah virus, a member of the paramyxoviridae family, is classified as a

“virus of concern” by theWorld Health Organization (WHO).1,2 Nipah

virus is usually reported in Southeast Asia due to the geographical

prevalence of its natural host, the Pteropus fruit bat.1,3 It is a zoonotic

infection transmitted by direct contact with infected animals or via

bodily secretions such as bat blood, saliva, and urine. The virus also

demonstrates human–human transmission.4 Nipah virus infection

generally affects the central nervous system in human hosts, causing

inflammation of brain parenchyma (encephalitis) and can also cause

respiratory symptoms.3 Initial symptoms include fever, headache,

later progressing to drowsiness, altered mental status, coma, and

even death.5 As reported by Kenmoe et al. Nipah virus encephalitis

has a pooled case fatality rate of 61%.6 The current management

includes symptomatic treatment due to lack of specific pharmaco-

logical treatment for Nipah virus.

The first outbreak of the Nipah Virus was reported in India, in

2001.7 Since then, similar outbreaks have been reported in India

in 2007, 2018, and 2019.1 A new case was reported in Kerala, India,

in September 2021.8 Following this report, the Federal Health

Minister dispatched an inter Central team to mitigate further spread.

Multidisciplinary team of public health officials, infectious disease

experts were deployed in India to help local state officials investigate

and respond to the cases.8

The Nipah virus has been designated a global epidemic by the

WHO due to the high fatality, its highly contagious nature, the

potential of human exposure, and the lack of a vaccine. It has also
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F IGURE 1 Possible screening and diagnostic suggestions for early diagnosis and management of Nipah virus infections. ELISA,
enzyme‐linked immunosorbent assay; PCR, polymerase chain reaction
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been put on the list of outbreak risks regarded as a primary

consideration in research & development activities.7 Nipah virus has a

high mutation rate which allows it to adapt to different surroundings,

infect new hosts, create new virulence factors, bypass human

immune systems, and/or accelerate its transmissibility.9 The diversity

of surroundings and hosts may further accelerate the mutation rate

of RNA viruses, explaining new cases in pandemics such as COVID‐

19. Compared to COVID‐19, however, the prevalence of the Nipah

virus is much lower. Current policies and healthcare resources have

been largely redirected to curb the spread of COVID‐19. With public

health attention and scientific intrigue focused around COVID‐19,

reports of Nipah virus, a Stage IV biosafety hazard, are very

concerning. It is a matter that warrants further investigation and

policy by public health authorities to mitigate the spread.

Implementation and adherence to policies such as regular testing

for healthcare professionals, regular screening for individuals

presenting with possible symptoms of Nipah virus as part of history

taking, and strict quarantine policies in regions of the outbreak can

help in early detection and treatment.

Contact tracing and quarantine for close contacts who are

possibly exposed shall aid in breaking the transmission cycle for

Nipah virus. An increase in resources directed towards public

health policy to generate advertisements and radio broadcasts

can help develop public interest and awareness about the risks of

the viral outbreak and its impact on the general public's

health (Figure 1).

Encouraging research on targeting Nipah virus proteins involved

in fusion and infection of host cells could lead to the development of

treatment specific for the Nipah virus.

Long‐term surveillance for the emergence of new variants and

possible spillover can help prevent future outbreaks. Stricter

implementation of preventive measures to reduce COVID‐19 case-

load will also reduce the strain on the healthcare industry. This may

allow more efficient control of other infectious diseases such as the

Nipah virus, which, if not contained, can pose a severe threat to

health and healthcare systems. If COVID‐19 has taught humanity

anything, it is to be vigilant and invest in public health as an individual

and society because no one is safe until everyone is.
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